
Junk DNA as Tau Address Space98.5% of the genome is not junk — it is Strand-2 address information

For decades, 98.5% of the human genome was dismissed as "junk DNA" because it does not encode
proteins. The ENCODE project revealed that at least 80% of the genome has a biochemical function.
Universal Force of Time provides the complete explanation: the non-coding genome is not junk — it is
the Strand-2 Tau-address space of the organism. It encodes the organism's unique position in the Tau
field, its developmental history, its register addresses, and its species membership.

Figure 1. Left: human genome allocation by Tau function. Right: telomere erosion as a Strand-2 address decrement clock
— from birth (15,000 bp = 3×5×10³) to senescence threshold (5,000 bp = 5×10³).

1. The Genome as a Tau-Field Address Book
P-DTAU-1 — Non-Coding DNA is Tau-Address Space
The 3.2×10⁹ base pairs of the human genome encode approximately 2.5×10⁹ bits of Tau-field address
information (each bp contributes ~0.8 bits of mutual information). Of these, only 1.5% (47 million bp)
encode amino acid sequences. The remaining 3.15×10⁹ bp encode: individual identity (unique SNPs),
species register address (conserved sequences), developmental stage markers, and Tau-field register
depth indicators.
Genome size: 3.2×10⁹ bp = 2×1.6×10⁹ nucleotides per strand

2. Repetitive Elements as Tau Address Registers
P-DTAU-2 — SINEs, LINEs, and Transposons as Address Blocks
~50% of the human genome consists of repetitive elements: SINEs (Alu elements, ~280 bp), LINEs
(LINE-1, ~6,000 bp), and DNA transposons (~300 bp). In UFOT, each family of repetitive elements is a
standardised Tau-address block — like registers in a computer — that can be placed at any genomic
locus to assign a standard register-level address.
Alu elements: 280 bp × 1.1×10⁶ copies = 11% of genome; 280 ≈ 2⁸ = 256 (lattice-adjacent)
LINE-1: 6,000 bp = 6×10³ = 2×3×10³ (lattice product)



3. Telomeres as Tau-Address Clocks
P-DTAU-3 — Telomere Erosion as Tau-Address Decrement
Telomeres are TTAGGG repeats at chromosome ends, 15,000 bp at birth, eroding by ~200 bp per cell
division. After ~75 divisions (Hayflick limit), telomeres reach a critical minimum of ~5,000 bp and the
cell senesces.
Telomere at birth: 15,000 bp = 3×5×10³ = {3,5} prime product
Critical length: 5,000 bp = 5×10³ → ratio 15,000/5,000 = 3 exactly (lattice integer)
Hayflick limit: ~75 divisions = 3×5² — another {3,5} lattice node
UFOT: telomere length is the Strand-2 address counter; senescence is the register minimum.
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