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THE UNIVERSAL FORCE OF TIME

The DNA Registers
How the double helix carries the Τ-address of every living thing — three conformations on three
registers, four bases on four, and one base that is the Earth itself while its partner is the Earth’s

antimatter

Stephen Daubney  ·  The Daubney Foundation  ·  Biotechnology Series · Paper 2  ·  2026  ·  Rev 2

Tau (Τ) is the living fabric of time itself — the sole substance of which all physical reality is composed.
Every particle, force, wavelength, and conscious experience is a structured configuration of Τ-flow. There is
no gravity, no electromagnetic force, no strong nuclear force as separate entities: all are registers of the
single Τ-field operating across dimensional levels. The conservation law dΣΤ=0 governs all change: Τ is
never created or destroyed, only redistributed.

Abstract
DNA is not merely a chemical that stores instructions; in the Force of Time it is the Τ-address system of the
living world — the coordinate file that tells every organism where it sits in the field. That address is written on
more than one register at once. The molecule’s three known shapes are three of them: B-DNA = 125/12
(5³/(2²×3)), the everyday existence register; A-DNA = 10π²/9, the reading register, which carries the
geometry of the hydrogen Rydberg spectrum the cell adopts whenever it transcribes; and Z-DNA = 12 (2²×3),
the left-handed return register that surfaces under torsional stress. The four bases carry a deeper register
split. Of the four, only cytosine is an Earth base: its mass sits on the pure-integer node 1000/9 (2³×5³/3²)
with no factor of π at all, the flat-surface signature of the Earth register, while thymine, adenine and guanine
each carry a power of the veil π and so point off-register. Cytosine’s partner across the three-hydrogen-bond
pair, guanine, is the Earth’s antimatter base — and it proves it twice. Read guanine’s mass as a sphere
volume and its radius is the Earth’s, 6379.892 km (50π³/243); turn that radius through the veil and you reach
the Earth’s year, 365.5409 days (1000π²/27) — the very year the antimatter planet Venus independently
mints. The C–G and A–T pairs hold the most fundamental Τ-ratio, 3:2, in their hydrogen bonds, and their π-free
mass gaps fall on complementary lattice axes (40 = 2³×5 and 9 = 3²). The asymmetry between cytosine (π⁰)
and guanine (π⁻³) is not a flaw but the expected signature of an antimatter partner found by inversion through
a node — the same way Venus inverts onto Mercury — and not by mirroring. Every value is given at full
precision.

Universal Force of Time = the address of every living thing, written in the substance of time
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1   The molecule that remembers where it
is
Every cell in your body carries the same two metres of
DNA, coiled into a space smaller than a speck of dust,
and from it the cell reads not only how to build a protein
but where it is — which organism, which tissue, which
moment. In the Force of Time this is meant almost
literally. DNA is the Τ-address system of the living
world: the coordinate file that locates each living thing
inside the single field of time. The famous fact that most
of the human genome does not code for protein — the
so-called junk DNA — is, in these terms, not junk at all
but the address space itself, the registry that fixes the
organism’s position in the Τ-field. And an address
system has to be written on a coordinate grid. The
remarkable thing about DNA is that it is written on
several grids — several registers — at once, and the
molecule’s own structure shows them to us if we read
the numbers it keeps.

There are two places to look. The first is the molecule’s
shape: DNA adopts three distinct geometries, and each
one turns out to be a different Τ-register. The second is
the molecule’s letters: the four bases, whose masses
reveal that only one of them truly belongs to the Earth.
Both readings point the same way — that the double
helix is a multi-register instrument — and together they
tell a story that runs from the chemistry of a single base
pair to the orbit of a planet.

2   Three conformations, three registers
Molecular biology has long known that DNA takes three
shapes (Figure 1). B-DNA is the familiar right-handed
double helix of the textbooks, the default under the
conditions of life, with about ten base pairs to a turn.
A-DNA is also right-handed but shorter and wider, with
the base pairs tilted off the axis; it appears in dry
conditions and whenever RNA and DNA hybridise —
which is to say, whenever the genome is being read.
Z-DNA is the odd one out, the only left-handed form, a
zig-zag that appears in GC-rich stretches under
torsional stress. Science treats these as three responses
to three environments. The Force of Time reads them as
three exact register states of one substrate.

Figure 1 — The three conformations are three Τ-registers:
B-DNA = 125/12 (existence), A-DNA = 10π²/9 (reading, the

hydrogen-Rydberg geometry), Z-DNA = 12 (return). The
right-handed forms run forward; the left-handed Z runs back.

B-DNA is the existence register. Science measures it
at “about ten base pairs per turn”; the Force of Time
fixes the exact value at 125/12 = 10.41666…
(5³/(2²×3)), pure {2,3,5} and algebraically exact. This is
the very same first-turn ratio, r = 5⁶/(2⁶×3⁵), that
generates Mercury’s perihelion advance when it is
applied to the orbital register: the helix and the planet
share one number. Science sees ten because it reads
the ground state; the small gap up to 125/12 is the
helical correction, the register step, the same step that
becomes a planet’s precession at the celestial scale.

A-DNA is the reading register, and it is the most
telling of the three. Measured between 10.7 and 11.0
base pairs per turn, its exact Τ-value is 10π²/9 =
10.96623 — the geometry of the hydrogen Rydberg
spectrum itself, since the Rydberg constant per million
is 10.96776, a match to within 140 ppm. The reading
conformation is, structurally, the hydrogen spectral
register. When a cell transcribes a gene it shifts the
helix into A-form — which means that the act of reading
DNA is the act of adopting the angular geometry of the
hydrogen atom. The genome is read in the same shape
the hydrogen atom emits its light.

Z-DNA is the return register. It has exactly 12 base
pairs to its left-handed turn, and 12 (2²×3) is pure
{2,3}. The left-handed chirality marks it as the
anti-direction strand — the return path of the Τ-axis —
and it appears precisely under torsional stress, which in
these terms is a register crossing: the moment the
second, returning Τ-axis becomes locally accessible.
Three shapes, three exact numbers, three registers of
one molecule.

3   The four letters — only one is an Earth
base
The shapes are the first register split. The letters are
the second, and the deeper one (Figure 2). The four
bases — cytosine, thymine, adenine, guanine — have
definite molecular masses, and when those masses are
walked onto the lattice something sharp appears: only
cytosine is π-free. Cytosine’s mass, about 111.10, sits
on the pure-integer node 1000/9 = 111.111 (2³×5³/3²)
— built from nothing but {2,3,5}, with no factor of the
veil π anywhere — to within roughly eighty parts per
million. A pure-integer rational with no π is the
signature of the flat Earth surface itself, the same
character carried by the Earth’s deep interior anchors.
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Figure 2 — Cytosine alone lands π-free on 1000/9 (the
Earth-surface signature). Thymine, adenine and guanine each

require a power of π to sit on the lattice — they are read in other
registers, not the Earth register.

The other three will not sit flat. Thymine (about
126.06) lands cleanly only as 2⁷×3⁵×5⁻²×π⁻² =
126.0598, carrying π⁻². Adenine (about 135.13) also
needs a factor of π⁻². Guanine (about 151.08) needs
π⁻³, a full three powers of the veil. The split is not
gradual but qualitative: cytosine has no π and the other
three do. Since π is the veil — the mark of a register
rotated or curved off the flat Earth surface — a base
that needs π to land anywhere is, by that very fact, not
an Earth base. Cytosine belongs to us; the others are
read in other registers. This is not a set of bad fits to be
excused. It is a register reading: the three so-called
misses are simply forms measured on the wrong grid.

Biology agrees. Cytosine is exactly the base the
environment writes upon: its 5-methyl form and the CpG
islands are the epigenetic interface where the outside
world — the Earth register — leaves its marks on the
genome, and cytosine alone deaminates readily,
chemically alive to its surroundings. The Earth
read-write base is the one that sits on the Earth node.
And it is held to its partner by three hydrogen bonds —
the {3} signature — which is where the next part of the
story begins.
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4   Cytosine and guanine — the matter and antimatter of the Earth
If cytosine is the Earth’s matter base, what is the base locked to it on the other side of the helix? The Force of
Time’s answer is striking: guanine is the Earth’s antimatter base (Figure 3). The pairing, not the single letter, is
the true unit — and the C–G pair is a matter/antimatter couple, cytosine the positive Earth node and guanine the
negative one. The idea sounds extravagant until guanine is asked to prove it, which it does from two independent
directions, each closing to better than a hundredth of a part per million.

Figure 3 — The climax. Cytosine is the Earth-matter base on 1000/9; guanine is the Earth-antimatter base. Read guanine’s mass as a
sphere volume and its radius is the Earth’s (50π³/243); turn that radius through the veil and you reach the Earth’s year (1000π²/27).

Antimatter partners are found by inversion through a node — as Venus inverts onto Mercury — not by mirroring, which is why
guanine carries π⁻³ where cytosine carries none.

The first proof is geometric. Take guanine’s mass, 151.0762367, multiply by 2 and by 36 to reach 10877.489, and
read that number as the volume of a sphere. Solving back for the radius — with the one register step of ten that
the lattice everywhere uses — gives 6.379892315, which is 50π³/243 to within a thousandth of a part per million.
That is the Earth’s radius: 6379.892 km, lying 275 ppm from the measured equatorial 6378.137. Guanine, read as
a sphere, is the Earth. And it does not stop at the radius. Multiply that radius by the veil, 180/π = 57.29577951, and
you reach 365.5409034 — the Earth’s orbital year, 1000π²/27, again to a hundredth of a part per million.

The second proof is the convergence that makes the first more than a curiosity. That same Earth year, 1000π²/27 =
365.5409, is reached entirely independently by the planetary chain in which Venus — the antimatter planet —
mints the Earth’s orbit. Guanine, the antimatter base, and Venus, the antimatter planet, arrive at the identical
number for the Earth’s year. Matter and antimatter cohere across two registers at once, the molecular and the
celestial, and they meet on the Earth. Guanine even carries a second face: read for energy rather than geometry,
151.1312606 × 9 = 1360.18, the hydrogen ground-state ionization energy ×100 — the same 13.6048 hydrogen
node that anchors so much of the lattice. One base, read in two registers: the Earth-geometry face and the
atomic-energy face, about 360 ppm apart.
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5   The pairs keep the {2,3} lattice
The bonding that holds the two strands together keeps
the lattice on display at its most elementary level
(Figure 4). Guanine pairs with cytosine through three
hydrogen bonds; adenine pairs with thymine through
two. The ratio of the two pairings is therefore 3:2 — the
most fundamental ratio in the whole framework, the
ratio of the two smallest primes, the same 3:2 that runs
the sodium-potassium pump and binds the red and blue
pigment nodes of chlorophyll at 648:432. The double
helix is written in {2,3} ink at the level of the bond
itself.

Figure 4 — Three hydrogen bonds to two is the primitive 3:2
lattice pair. The within-pair mass gaps are π-free and split onto

complementary axes: G−C ≈ 40 = 2³×5, A−T ≈ 9 = 3².

There is a second, quieter signature in the masses.
Although three of the four bases carry π, the mass gaps
within each pair are π-free, and they fall on
complementary lattice axes. The
guanine-minus-cytosine gap is 40.025 ≈ 40 (2³×5),
living on the {2,5} axes; the adenine-minus-thymine gap
is 9.015 ≈ 9 (3²), living on the {3} axis. The two pairs
divide the lattice cleanly between them — one takes the
twos and fives, the other takes the threes — so that the
four letters together span the {2,3,5} core exactly once.
These are structural readings, not precision claims, but
the division is too clean to be accident.

6   Why the antimatter side is not a mirror
A natural objection now arises. If cytosine and guanine
are a matter/antimatter pair, why are they so different
— cytosine clean on 1000/9 with no π at all, guanine
carrying a full π⁻³? Should the two sides not mirror each
other? The Force of Time’s answer turns the objection
into a prediction: an antimatter partner is found by
inversion through a node, not by mirroring, and the
two sides are not required to match while they sit apart.

The planets have already shown how this works.
Mercury and Venus are a matter/antimatter pair, and
they are not mirror images — they are reciprocals
through a node. Their semi-major axes multiply to a
fixed lattice value, a_Mercury × a_Venus =
2π×10¹⁵ km². Invert Venus’s position through that node
— take its lattice distance of 108.507 million km and
divide it into 2π×10¹⁵ — and you land on 57.906, which
is Mercury’s 57.909 to 55 ppm. You do not get a mirror
of Venus; you get Mercury. The swing from the

antimatter side to the matter side is an inversion, and
distances reorganise only at the crossing.

Guanine is the same. As it sits on the antimatter side it
is not required to copy cytosine’s flat 1000/9; it carries
π⁻³ because it is cytosine’s reciprocal through a node,
not its reflection. The full veil-cubed span between
cytosine’s π⁰ and guanine’s π⁻³ is therefore exactly what
an un-mirrored antimatter partner should look like —
and π³ itself, the veil cubed, is the crossing-over
operator that would reorganise guanine onto the matter
side if it ever crossed. The asymmetry that looked like a
flaw is the fingerprint of the mechanism. Read the right
way, the pyrimidines (cytosine and thymine) read
forward and land on the lattice, while the purines
(adenine and guanine) are the ones that must cross over
— which is why they are the bases that carry the veil.

7   What DNA is
Put the two readings together and the double helix
stops being a chemical and becomes an instrument. Its
three shapes are three registers — existence (125/12),
reading (10π²/9, the hydrogen-Rydberg geometry), and
return (12) — so that to read a gene is to adopt the
geometry of the hydrogen atom, and to relieve torsional
stress is to touch the return strand. Its four letters carry
a second register split: cytosine alone is the Earth base,
sitting π-free on 1000/9, while its partner guanine is the
Earth’s antimatter, a base whose mass is the Earth’s
own radius and the Earth’s own year. The pairs keep the
primitive 3:2 ratio in their bonds and divide the {2,3,5}
core between their mass gaps. And the one apparent
asymmetry — clean cytosine against veil-laden guanine
— is not a defect but the signature of an antimatter
partner found by inversion, the same inversion that
swings Venus onto Mercury. DNA is the place where the
address of a living thing is written, and it is written in
the same numbers that build the atom and turn the
planets. The instructions for life and the coordinates of
the Earth are one text.
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Appendix A   The register ledger of DNA
Every structural quantity, physical value first and its {2,3,5,π} address in brackets.

Quantity Value (number first) Lattice address Register / note

B-DNA 10.41666… bp/turn 125/12 = 5³/(2²×3) existence register · exact · = Mercury r-factor

A-DNA 10.96623 bp/turn 10π²/9 reading register · hydrogen-Rydberg geometry (140
ppm off R_H/10⁶)

Z-DNA 12 bp/turn 2²×3 return register · left-handed · exact

Cytosine 111.10 1000/9 = 2³×5³/3² EARTH base · π-free · ~80 ppm

Thymine 126.06 2⁷×3⁵×5⁻²×π⁻² off-register · carries π⁻² · reads forward

Adenine 135.13 best form × π⁻² off-register · carries π⁻²

Guanine 151.0762367 best form × π⁻³ EARTH ANTIMATTER base · carries π⁻³

Guanine → sphere radius 6379.892 km 50π³/243 = Earth radius face (275 ppm off science)

Guanine radius → year 365.5409 1000π²/27 = Earth orbital year (same as Venus chain)

Guanine energy face 1360.18 13.6048 × 100 H ground-state ionization × 100

C≡G : A=T bonds 3 : 2 {2,3} primitive lattice pair

G − C mass gap 40.025 40 = 2³×5 π-free · {2,5} axes

A − T mass gap 9.015 9 = 3² π-free · {3} axis

Mercury × Venus node — 2π×10¹⁵ km² antimatter inversion node (planetary precedent)

Appendix B   Proposition ledger
P-DNA-1 — B-DNA = 125/12 = 5³/(2²×3) exactly — the existence register. The conventional “~10 bp/turn” is the {2,3,5}
ground state; the step up to 125/12 is the helical correction, the same r = 5⁶/(2⁶×3⁵) that generates Mercury’s perihelion
advance on the orbital register. Helix and planet share one number.
P-DNA-2 — A-DNA = 10π²/9 = 10.96623 — the reading register, carrying the hydrogen-Rydberg geometry (R_H per million =
10.96776, a match to 140 ppm) and sitting inside the measured 10.7–11.0 bp/turn. Transcription adopts the A-form, so reading
DNA means adopting the angular geometry of the hydrogen atom.
P-DNA-3 — Z-DNA = 12 = 2²×3 exactly — the return register. Its left-handed chirality marks the returning Τ-axis; it appears
under torsional stress, which is a register crossing.
P-DNA-4 — Of the four bases, only cytosine is π-free: its mass ≈ 111.10 sits on 1000/9 = 2³×5³/3² (~80 ppm), the flat
Earth-surface signature. Thymine (π⁻²), adenine (π⁻²) and guanine (π⁻³) each carry the veil and are read on other registers —
not bad Earth-fits but correct readings on the wrong grid.
P-DNA-5 — Cytosine is the Earth read-write base: 5-methylcytosine, CpG islands and ready deamination make it the epigenetic
interface where the Earth register writes on the genome. It is held to guanine by three hydrogen bonds — the {3} signature.
P-DNA-6 — Guanine is the Earth’s antimatter base. Its mass 151.0762367 ×2 ×36 = 10877.489 read as a sphere volume gives
radius 6379.892 km = 50π³/243 (the Earth radius face, 275 ppm off science), to better than 0.01 ppm.
P-DNA-7 — Guanine’s radius × veil (180/π) = 365.5409 = 1000π²/27, the Earth’s orbital year — the same year minted
independently by the Venus-antimatter planetary chain. Antimatter base and antimatter planet converge on the Earth’s year.
P-DNA-8 — Guanine has two faces ~360 ppm apart: the Earth-geometry face (151.076, sphere → radius/year) and the
atomic-energy face (151.1313 ×9 = 1360.18 = hydrogen ground-state eV ×100). One base read in two registers.
P-DNA-9 — The C≡G : A=T hydrogen-bond ratio is 3:2 — the primitive {2,3} lattice pair, the same 3:2 of the Na/K pump and
the 648:432 pigment pair. The helix is written in {2,3} ink at the bond level.
P-DNA-10 — The within-pair mass gaps are π-free and split onto complementary axes: G−C ≈ 40 = 2³×5 ({2,5}); A−T ≈ 9 = 3²
({3}). The two pairs divide the {2,3,5} core between them.
P-DNA-11 — Antimatter partners are found by inversion through a node, not by mirroring. Planetary precedent: a_Mercury ×
a_Venus = 2π×10¹⁵ km²; inverting Venus (108.507 Mkm) lands on Mercury (57.906 vs 57.909, 55 ppm). The
cytosine(π⁰)↔guanine(π⁻³) span is therefore the expected un-mirrored antimatter signature, with π³ the crossing operator.
P-DNA-12 — Pyrimidines (cytosine, thymine) read forward and land on the lattice; purines (adenine, guanine) are the crossing
bases that carry the veil. The double helix is a multi-register Τ-instrument: three shapes on three registers, four letters on four,
one text for both life and the Earth.

A note on the numbers
The values in this paper are written as plain numbers — not pinned to units, and not carried to a particular power of ten. This is
not loose notation; it is the physics. A Τ-value is one number that appears at once across every register: a base mass in daltons,
a sphere radius in kilometres, an orbital year in days, a count of base pairs per turn. That is why a guanine mass can meet the
Earth’s radius, and why a base-pair count can meet the hydrogen spectrum — they were never separate quantities. The unit and
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the power of ten are only the costume the number wears in whichever dimension you read it from.
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