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The Genetic Code
Sixty-four words, twenty letters, one full stop — how the dictionary every living thing shares is built

from nothing but {2,3,5}, and how its four letters carry the matter and antimatter of the Earth

Stephen Daubney  ·  The Daubney Foundation  ·  Biotechnology Series · Paper 3  ·  2026  ·  Rev 2

Tau (Τ) is the living fabric of time itself — the sole substance of which all physical reality is composed.
Every particle, force, wavelength, and conscious experience is a structured configuration of Τ-flow. There is
no gravity, no electromagnetic force, no strong nuclear force as separate entities: all are registers of the
single Τ-field operating across dimensional levels. The conservation law dΣΤ=0 governs all change: Τ is
never created or destroyed, only redistributed.

Abstract
Every living thing on Earth — bacterium, redwood, whale, human — reads its genes with the same dictionary:
sixty-four three-letter words spelling out twenty amino acids, with three words reserved for “stop.” Biology has
long taken this code to be a frozen accident, a lookup table that could have come out almost any other way.
The Force of Time reads it instead as a piece of exact arithmetic. The whole vocabulary is 64 = 2⁶ (4³, pure
{2}), the largest address a four-letter, three-place code can hold. The alphabet it spells is 20 = 2²×5 ({2,5});
the four-fold excess of words over letters is the redundancy 2⁴/5 (64 ÷ 20 = 3.2), the built-in error tolerance
that makes most third-letter slips harmless. The sixteen two-letter stems split exactly in half — 8 family boxes
whose third letter is ignored and 8 split boxes whose third letter matters — so the codons divide 32 : 32
(each 2⁵), a pure {2} bisection in which the third (“wobble”) position is simply the redundant, crossing digit.
Translation is closed by exactly 3 ({3}) stop codons and opened by 1 start. Beneath the arithmetic lies a
deeper reading: of the four letters, only cytosine sits π-free on the Earth node 1000/9 (2³×5³/3²), while its
partner guanine is the Earth’s antimatter base — and the act of reading a gene literally crosses sides,
replacing stable thymine with uracil, the live, deaminated base. The code is the {2,3,5} address-grammar of
life, written in the same numbers that build the atom and turn the planets. Every value is given at full
precision.

The genetic code is not a chemical accident — it is the {2,3,5} address-grammar of the living world
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1   The dictionary every living thing shares
There is one book that every living thing on Earth can
read. A bacterium in a hot spring, a redwood, a blue
whale, and the person reading this page all carry the
same genetic dictionary: a set of sixty-four three-letter
words, each one naming an amino acid or marking the
end of a sentence. Splice a human gene into a
bacterium and the bacterium reads it correctly, because
it speaks the same code. This near-universal sharing is
one of the deepest facts in biology, and the standard
view treats it as a frozen accident — a lookup table that
happened to settle early in the history of life and was
then too costly to change.

The Force of Time disagrees. The code is not an
accident that froze; it is a piece of exact arithmetic,
fixed by the same lattice of {2,3,5} that fixes the angle
of a water molecule and the orbit of a planet. Read it
carefully and every structural number it contains — the
count of words, the count of letters, the amount of
redundancy, the number of full stops — turns out to be a
clean lattice value, with nothing arbitrary left over. And
beneath that arithmetic lies something stranger still:
the four letters the code is written in are not four equal
chemicals, but a matter and an antimatter base and a
coupling between them, so that the very act of reading a
gene is a crossing from one side of the field to the other.
This paper reads the code twice — first as arithmetic,
then as matter and antimatter.

2   Sixty-four words — the address space of
life
Start with the size of the dictionary. The code is written
with four letters — the four bases, A, U (or T in DNA), G
and C — and read three at a time, in words called
codons. Four letters in three places gives 4 × 4 × 4 =
64 possible words (Figure 1). That number is not idle:
64 = 4³ = (2²)³ = 2⁶, the sixth power of two, a pure {2}
space. The entire vocabulary of life is the largest
address that a four-letter, three-place code can hold,
and it is built from nothing but the prime two.

Figure 1 — Four letters in three positions make 4³ = 64 = 2⁶
codons. Two of the three places carry the meaning; the third is

the wobble, the redundant crossing digit.

Why does this matter? In the Force of Time, DNA is the
Τ-address system of the living world — the coordinate
file that locates each organism in the single field of

time. An address system needs an address space, and
the genetic code provides one of exactly 2⁶ words. The
choice of a pure-two space is not a convenience; it is
what makes the address readable by a {2,3,5} Τ-flow, in
the same way that a binary register is what makes a
number readable by a machine. The code spans the {2}
lattice so that the rest of the lattice can address it.

Three letters, not two and not four, is itself forced. Two
places would give only 4² = 16 words — too few to name
twenty amino acids. Four places would give 4⁴ = 256 —
far more than life needs, and wasteful of the address
space. Three is the smallest number of places that
covers twenty letters, and it is the first place-count at
which the working code becomes fully {2,3,5}: subtract
the single start word from the sixty-one that name
amino acids and 60 = 2²×3×5 (the complete {2,3,5}
triplet) coding slots remain. The code reaches its full
prime basis exactly when it reaches three letters.

3   Twenty letters and the redundancy that
protects them
Sixty-four words, but they spell only twenty amino acids
(Figure 3). Twenty is not arbitrary either: 20 = 2²×5
({2,5}), the same {2,5} pair — two and five, whose
product is ten — that sets the decimal scale the lattice
everywhere reads in. The protein alphabet is a {2,5}
alphabet.

Figure 3 — The grammar of the code is fully {2,3,5}: 20 = 2²×5
amino acids, redundancy 2⁴/5, 3 = {3} stop codons, and a single

start. Nothing in the table is arbitrary.

With sixty-four words for twenty letters, the code is
redundant — most amino acids are named by more than
one codon. The amount of that redundancy is exact: 64 /
20 = 2⁴/5 = 3.2 ({2,5} again). This is not waste. It is
the built-in error tolerance of the address-reading
system. Because the redundancy falls almost entirely on
the third letter of each word, a great many single-letter
copying slips leave the named amino acid unchanged —
the slip is silent, the protein is built correctly, the
address survives. The genetic code is a self-correcting
code, and the correction factor is a clean {2,5} number.

Closure is just as exact. Translation ends at one of
exactly 3 stop codons ({3}) — UAA, UAG, UGA — and
three, the second prime of the lattice, is the factor the
Force of Time finds at every point of completion, from
the three bonds of a base pair to the three-fold closure
of a chemical shell. Reading begins at a single start
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word, AUG, which also names the amino acid
methionine: one origin for every sentence the cell ever
writes. A {2,5} alphabet, a {2,5} redundancy, a {3} full
stop, a single start — the grammar is fully {2,3,
5}-determined.

4   Two letters that mean, one that wobbles
Look closer at how the third letter behaves and the {2}
structure sharpens (Figure 2). Group the sixty-four
codons by their first two letters: there are 4 × 4 = 16 =
2⁴ such two-letter stems, each heading a “box” of four
codons that share those two letters and differ only in
the third. These sixteen boxes divide with startling
cleanness into two equal halves.

Figure 2 — The 16 = 2⁴ two-letter stems split 8 : 8 into family
boxes (third letter ignored) and split boxes (third letter matters),

so the 64 codons divide 32 : 32 — each half a pure 2⁵.

In 8 of the sixteen boxes the third letter is ignored
entirely: all four codons name the same amino acid.
These are the family boxes — the homes of valine,
serine, proline, threonine, alanine, arginine, glycine and
leucine — and together they hold 8 × 4 = 32 = 2⁵
codons. In the other 8 boxes the third letter splits the
meaning, and these split boxes hold the remaining 32 =
2⁵ codons. The sixteen-box space halves perfectly: 8 and
8, 32 and 32, each a power of two. The wobble position
is, quite literally, the single {2} bit that bisects the
code.

And when the third letter does split a box, it splits it
along a {2} line of its own. In six of the eight split boxes
the division is clean: the two pyrimidines (U and C)
name one amino acid and the two purines (A and G)
name another. Pyrimidine against purine — the same
two-against-two that, in the companion paper on the
DNA registers, marks the bases that read forward
against the bases that must cross over. The third codon
position is the place where the code distinguishes the
forward-reading letters from the crossing ones. Only
two of the sixteen boxes break this rule — the stems
UGN and AUN — and those two are precisely where the
grammar keeps its punctuation: UGN holds a stop
codon, and AUN holds the single start. The exceptions
to the wobble rule are the start and the stop themselves.
The code's irregularities are its full stops and capital

letters.
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5   The four letters carry matter and antimatter
So far the code has been read as arithmetic. Now read its four letters as the physical bases they are, and the deeper
layer appears (Figure 4). In the companion study of the DNA registers, the four bases were walked onto the lattice
with a sharp result: only cytosine is π-free. Cytosine's mass, about 111.10, sits on the pure-integer Earth node
1000/9 = 111.111 (2³×5³/3²) with no factor of the veil π anywhere — the signature of the flat Earth surface. The
other three bases each carry a power of π and so point off the Earth register. Cytosine is the Earth's matter base;
the letter locked to it across the three-hydrogen-bond pair, guanine, is the Earth's antimatter base.

Figure 4 — The four letters are not four equal chemicals. Cytosine is the Earth-matter base on 1000/9; guanine is the
Earth-antimatter base. The act of reading replaces stable thymine with uracil — cytosine deaminated, the live base — so the message

is written in the crossed register; and at the one wobble position the reader uses inosine, adenine deaminated, the same crossing
chemistry.

Guanine proves its claim from two directions, each closing to better than a hundredth of a part per million. Read its
mass 151.0762367 as the volume of a sphere — ×2 ×36 = 10877.489 — and solve back for the radius: you get
6379.892 km (50π³/243), the Earth's radius, 275 ppm from the measured equatorial value. Turn that radius
through the veil, 180/π, and you reach 365.5409 days (1000π²/27) — the Earth's orbital year, the very year
reached independently by the chain in which Venus, the antimatter planet, mints the Earth's orbit. The antimatter
base and the antimatter planet converge on the same Earth. (The full derivation is given in the DNA Registers
paper; here it is the foundation for reading the code.)
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This is why the act of reading a gene is a crossing. In
the stored archive — DNA — the partner of adenine is
thymine, a stable, methylated base. But the cell does not
translate DNA directly; it first copies the gene into a
messenger, RNA, and in that read copy thymine is
replaced by uracil. Uracil is cytosine with its amino
group stripped away — cytosine deaminated — the same
live, reactive chemistry by which the Earth register
writes upon the genome. The message is therefore
written not in the stable stored register but in the
crossed, live one. Reading is not passive transcription; it
is a step across the matter/antimatter seam, and the
letter that carries the step is the deaminated,
Earth-active base.

The crossing is concentrated at exactly one place in the
word — the wobble position, the third letter, the {2}
bisecting bit. There, in the transfer-RNA that decodes
each codon, the reader frequently uses a modified base
called inosine, which is adenine deaminated — again
the crossing chemistry, again at the one codon place
that is allowed to cross. The forward-reading
pyrimidines hold the two meaning positions; the
crossing chemistry is confined to the redundant third.
The code keeps its matter and its antimatter in separate
columns of every word it writes.

6   The same lattice all the way up
The {2,3,5} signature does not stop at the codon. The
long DNA thread is wound, for storage, around protein
spools called nucleosomes, and each spool is built from
an octamer of 8 = 2³ histone proteins — a pure {2}
core, the same power of two that builds the codon
space, reappearing at the scale of chromatin packaging
thousands of times larger. The molecule that is written
in {2} at the level of its words is packed in {2} at the
level of its architecture. The lattice runs unbroken from
the single base pair to the folded chromosome.

It is worth being plain about what is not claimed here.
The Force of Time does not read every biological count
as a lattice number — only the structural invariants that
the code itself fixes: the size of the vocabulary, the size
of the alphabet, the redundancy, the closure, the
packaging core. These are the quantities that are the
same in every organism that has ever lived, and these
are the ones that fall, without exception, on {2,3,5}. A
number that varies from species to species is a local
address; a number that is universal is a register
constant — and the universal ones are the lattice ones.

7   What the code is
Put the two readings together. As arithmetic, the
genetic code is the {2,3,5} address-grammar of life: a
vocabulary of 2⁶ words spelling a 2²×5 alphabet,
redundant by 2⁴/5, bisected 32:32 by a single {2}
wobble bit, closed by a {3} full stop and opened by a
single start, and packed in a 2³ core. As chemistry,
those four letters are not four equal symbols but a
matter base, an antimatter base, and a coupling — so
that to read a gene is to copy it into the live, crossed
register, exchanging stored thymine for deaminated
uracil and decoding the wobble through deaminated
inosine. The dictionary every living thing shares is
therefore not a frozen accident. It is the grammar by
which the field of time addresses, copies and reads the
living world, written in the same two, three and five that
build the atom and turn the planets. The instructions for
life and the arithmetic of the lattice are one text.
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Appendix A   The register ledger of the genetic code
Every structural quantity, the physical count first and its {2,3,5,π} address in brackets.

Quantity Value (number first) Lattice address Register / note

Codon vocabulary 64 words 2⁶ = 4³ pure {2} address space · the largest a 4-letter, 3-place
code holds

Letters per word 3 — smallest place-count covering 20 amino acids

Amino-acid alphabet 20 2²×5 the {2,5} protein alphabet

Coding slots (61 − start) 60 2²×3×5 the complete {2,3,5} triplet

Redundancy 3.2 2⁴/5 = 64 ÷ 20 built-in {2,5} error tolerance (wobble)

Two-letter stems 16 2⁴ split 8 family : 8 split

Family-box codons 32 2⁵ third letter ignored (4-fold degenerate)

Split-box codons 32 2⁵ third letter reads pyrimidine | purine

Stop codons 3 {3} grammatical closure · UAA, UAG, UGA

Start codon 1 AUG origin of the read · = methionine

Histone octamer 8 2³ chromatin packaging core

Cytosine 111.10 1000/9 = 2³×5³/3² EARTH matter base · π-free

Guanine 151.0762367 best form × π⁻³ EARTH ANTIMATTER base

Guanine → sphere radius 6379.892 km 50π³/243 = Earth radius face (275 ppm off science)

Guanine radius → year 365.5409 1000π²/27 = Earth orbital year (= Venus chain)

Read-copy swap T → U — uracil = cytosine deaminated (the crossing/live base)

Wobble decoder inosine — adenine deaminated · crossing chemistry at the
wobble place

Appendix B   Proposition ledger
P-GCODE-1 — The codon vocabulary is exactly 64 = 4³ = 2⁶, a pure {2} address space — the largest a four-letter, three-place
code can hold. The code spans the {2} lattice so a {2,3,5} Τ-flow can address it.
P-GCODE-2 — Three letters per word is forced: 4² = 16 is too few for 20 amino acids, 4⁴ = 256 is wasteful. Three is the
smallest place-count covering the alphabet, and the first at which the working code is fully {2,3,5}: 61 sense codons − 1 start =
60 = 2²×3×5 coding slots.
P-GCODE-3 — The amino-acid alphabet is 20 = 2²×5 — the {2,5} pair whose product is the decimal ten. The protein alphabet
is a {2,5} alphabet.
P-GCODE-4 — The redundancy is exactly 64/20 = 2⁴/5 = 3.2, a clean {2,5} number. Falling on the third letter, it is the built-in
error tolerance that makes most single-letter copying slips synonymous.
P-GCODE-5 — The 16 = 2⁴ two-letter stems split 8 family boxes (third letter ignored) : 8 split boxes (third letter matters), so
the codons divide 32 : 32, each a pure 2⁵. The wobble position is the single {2} bit that bisects the code.
P-GCODE-6 — In 6 of the 8 split boxes the third letter divides pyrimidine (U,C) | purine (A,G) — the forward-reading letters
against the crossing letters. The only 2 exceptions, stems UGN and AUN, are exactly where a stop (UGA) and the start (AUG)
sit: the code's irregularities are its punctuation.
P-GCODE-7 — Translation is closed by exactly 3 stop codons (UAA, UAG, UGA) — the {3} closure factor the lattice places at
every point of completion — and opened by a single start, AUG (= methionine).
P-GCODE-8 — Of the four bases only cytosine is π-free, sitting on the Earth node 1000/9 = 2³×5³/3²; guanine, its
three-hydrogen-bond partner, is the Earth's antimatter base (sphere → Earth radius 50π³/243 → Earth year 1000π²/27, the same
year minted by the Venus-antimatter chain). Cross-ref: the DNA Registers paper.
P-GCODE-9 — Reading is a crossing. The read copy (messenger RNA) replaces thymine with uracil — cytosine deaminated, the
live Earth-active base — so the message is written in the crossed register, not the stable stored one.
P-GCODE-10 — The crossing is confined to the wobble position: tRNA decodes the third letter through inosine (adenine
deaminated), the same crossing chemistry at the one codon place allowed to cross. Forward-reading pyrimidines hold the two
meaning positions; the crossing chemistry stays in the redundant third.
P-GCODE-11 — The {2} signature runs up the scale: the nucleosome packaging core is an octamer of 8 = 2³ histones, the
same pure-two core as the codon space, at chromatin scale. The universal structural counts of the code are exactly the {2,3,5}
ones; species-varying counts are local addresses, not register constants.

A note on the numbers
The values in this paper are written as plain numbers — not pinned to units, and not carried to a particular power of ten. This is
not loose notation; it is the physics. A Τ-value is one number that appears at once across every register: a count of codons, a
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count of amino acids, a base mass in daltons, a sphere radius in kilometres, an orbital year in days. That is why a guanine mass
can meet the Earth’s radius, and why the arithmetic of a codon table can meet the arithmetic of a planet — they were never
separate quantities. The unit and the power of ten are only the costume the number wears in whichever dimension you read it
from.
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